Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.007 Å; R factor = 0.046; wR factor = 0.126; data-to-parameter ratio = 7.8.
The title compound, C 22 H 27 NO 11 , was synthesized by the reaction of 4,5-diacetoxy-6-acetoxymethyl-3-aminotetrahydropyran-2-yl acetate and 2-hydroxy-3-methoxybenzaldehyde in ethanol. The molecule contains two six-membered rings, one of which is in a chair conformation, and an intramolecular O-HÁ Á ÁN hydrogen bond is present. Table 1 Hydrogen-bond geometry (Å , ). The molecular structure of (I) reveals the 2-hydroxy-3-methoxy-benzaldehyde configuration with one acetic acid 4,5-diacetoxy-6-acetoxymethyl-3-amino]-tetrahydro-pyran-2-yl ester molecule on N1-position (Fig. 1) . The dihedral angle between the benzene ring of 2-hydroxy-3-methoxy-benzylidene group and the plane of C9, C10, C12, C13 is 56.78 (3)°.
Related literature
The other dihedral angle between the four acetic acid groups and the plane of C9, C10, C12, C13 are in the range of 57.0-111.7°. There is an intramolecular O-H···N hygrogen bond between the phenol and imido-group (Table 1) . The distance of N1···H1 is substantially shorter than the van der Waals distance of 2.75 Å for the N and H distance. The hydrogen bond between the phenol and imido-group are similar to those found in the crystal structure of 5,5'-Dimethoxy-2,2'-[4,5-dimethyl-o-phenylenebis(nitrilomethylidyne)]diphenol (Kargar, et al. 2010) . In the molecule, the C9 has S* configuration, while the C10, C11, C12, C13 are in R* configuration which form a R* configuration molecule.
Experimental
The compound Acetic acid 4,5-diacetoxy-6-acetoxymethyl-3-amino]-tetrahydro-pyran-2-yl ester (0.182 g, 0.5 mmol) was dissolved in ethanol (10 ml). To this solution, 2-hydroxy-3-methoxy-benzaldehyde (0.076 g, 1 mmol) was added and the mixture was stirred and refluxed at 333 K for 3 h. After cooling to room temperature and filtration, the filtrate was left to stand at room temperature. Colourless block crystals suitable for X-ray diffraction were obtained in a yield of 53 %. Analysis found (%): C 54.64, H 5.69, N 2.94; C 22 H 27 NO 11 requires (%) : C 54.88, H 5.65, N 2.91.
Refinement
All H atoms were positioned geometrically and were refined as riding, with (C-H 0.93-0.98 Å, O-H 0.82 Å with U iso (H) = 1.2 U eq (aromatic C) and U iso (H) = 1.5U eq (other C or O).
In the absence of significant anomalous dispersion effects, Friedel pairs were averaged. 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
